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Figure 21 
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Figure 22a 
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Figure 24b 
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Figure 25a 
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Figure 25b 
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Figure 25c 
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Figure 26a 
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Figure 27a 
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Figure 32 
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Figure 34a 
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1 Figure 38a 

Anti-CD20 light chain 

QIVLSQSPAILSASPGEKVTMTCRASSSVSYIHWFQQKPGSSPKPWIYATSNLASGVPVRFSGSGSG 
TSYSLTISRVEAEDAATYYCQQWTSNPPTFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASWCLL 
NNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLS 
SPVTKSFNRGEC 
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Anti-CD20 heavy chain 

QVQLQQPGAELVKPGASVKMSCKASGYTFTSYNMHWVKQTPGRGLEWIGAIYPGNGDTSYNQKFK 
GKATLTADKSSSTAYMQLSSLTSEDSANA^CARSTYYGGDWYFNVWGAGTTVTVSAASTKGPSVFP 
LAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLG 
TQTYICNVNHKPSNTKVDKKAEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCV 
WDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKA 
LPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTP 
PVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK 



Figure 37c 

Anti-CD20 heavy chain comprising possible Fc variants 

QVQLQQPGAELVKPGASVKMSCKASGYTFTSYNMHWVKQTPGRGLEWIGAIYPGNGDTSYNQKFK 

GKATLTADKSSSTAYMQLSSLTSEDSAVYYCARSTYYGGDWYFNVWGAGTTVTVSAASTKGPSVFP 

LAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLG 

TQTYICNVNHKPSNTKVDKKAEPKSCDKTHTCPPCPAPELLGGPX 1 X 2 FLFPPKPKDTLMISRTPEVTC 

VVXaDVSHEDPX^XsFNWYVDGVEVHNAKTKPREEQYXeZ^YRVVSVLTVLHQDWLNGKEYKCKVS 

NZ 2 ALPX 7 PX 8 EKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN 

YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK 
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